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[259] Xiche Hu, Ana Damjanović, Thorsten Ritz, and Klaus Schulten. Architecture and function of the light
harvesting apparatus of purple bacteria. Proc. Natl. Acad. Sci. USA, 95:5935–5941, 1998.

[260] Michael Bailey, Klaus Schulten, and John E. Johnson. The use of solid physical models for the study
of macromolecular assembly. Curr. Opin. Struct. Biol., 8:202–208, 1998.

[261] Willy Wriggers, Ernest Mehler, Felicia Pitici, Harel Weinstein, and Klaus Schulten. Structure and
dynamics of calmodulin in solution. Biophys. J., 74:1622–1639, 1998.

[262] Michal Ben-Nun, Ferenc Molnar, Hui Lu, James C. Phillips, Todd J. Mart́ınez, and Klaus Schulten.
Quantum dynamics of retinal’s femtosecond photoisomerization in bacteriorhodopsin. In Faraday
Discussions, No. 110, pp. 447–462. Faraday Publications, 1998.

[263] Xiche Hu and Klaus Schulten. A model for the light-harvesting complex I (B875) of Rhodobacter
sphaeroides. Biophys. J., 75:683–694, 1998.
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[301] Thorsten Ritz, Ana Damjanović, Klaus Schulten, Jian-Ping Zhang, and Yasushi Koyama. Efficient
light harvesting through carotenoids. Photosyn. Res., 66:125–144, 2000.

[302] Jerome Baudry, Emad Tajkhorshid, Ferenc Molnar, James Phillips, and Klaus Schulten. Molecular
dynamics study of bacteriorhodopsin and the purple membrane. J. Phys. Chem. B, 105:905–918, 2001.

[303] Barry Isralewitz, Jerome Baudry, Justin Gullingsrud, Dorina Kosztin, and Klaus Schulten. Steered
molecular dynamics investigations of protein function. Journal of Molecular Graphics and Modeling,
19:13–25, 2001. Also in Protein Flexibility and Folding, L. A. Kuhn and M. F. Thorpe, editors,
Biological Modeling Series (Elsevier).

[304] John E. Stone, Justin Gullingsrud, Paul Grayson, and Klaus Schulten. A system for interactive
molecular dynamics simulation. In John F. Hughes and Carlo H. Séquin, editors, 2001 ACM Symposium
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